Figure S1. HERV-Kcon proviral sequence.
The complete 9472 nucleotide provial sequence is shown. Long terminal repeat sequences are
underlined. Protein sequences encoded by Gag, PR, Pol, Env and K-Rev open reading frames are

also shown.

TGTGGGGAAAAGCAAGAGAGATCAGATTGTTACTGTGTCTGTGTAGAAAGAAGTAGAC;?AGGAGACTCCATTTTGTTATGTACTAAGAAAAATTCTTCTGCCTTGAGATTCTGTTA;;Z
TATGACCTTACCCCCAALLLLbLhLLLLLlhAAALblblbL1blblLAACTCAGAGT;:gATGGATTAAbbbLbb1bLAGGAlblbLl11&11AAACAGATGCTTGAAGGCAGCATG§;2
CTTAAGAGTCATCACCACTCCCTAATCTCAAGTACCCAGGGACACAAAAACTGCGGA:ggCCGCAGGGACCTCTGCCTAGGAAAGCCAGGTATTGTCCAAGGTTTCTCCCCATGTGA:;S
TCTGAAATATGGCCTCGTGGGAAGGGAAAGACCTGACCGTCCCCCAGCCCGACACCCéigAAGGGTCTGTGCTGAGGAGGATTAGTAAAAGAGGAAGGAATGCCTCTTGCAGTTGAG:Z:
AGAGGAAGGCAlL1biLLLLLbLLLbLLLL1bbbLAATGGAAlblL1Lbu1ATAAAAgégGATTGTATGCTCCATCTACTGAGATAGGGAAAAACCGCCTTAGGGCTGGAGGTGGGAZZ:
bLbbbLAGCAATALLbLLLLbLAAAGCACTGAGATGTTTATGTGTATGCATATCTAAgggCACAGCACTTAATCCTTTACATTGTCTATGATGCAAAGALLLLLbLLLALblblllei?
GCTGALLLlLlLLLLACAALLbLLLLbLhALLleACACAlLLLLLlLl11bAGAAAZigCCACAGATGATCAATAAATACTAAGGGAACTCAGAGGCTGGCGGGATCCTCCATATGg;g
AALblebl1LLLLbbbLLLLLLLALLLLl11L1L1ATACTTTGTCTCTGTGTCTTT:ggTTTTCCAAATCTCTCGTCCCACCTTACGAGAAACACCCACAGGTGTGTAGGGGCAAczg:
CCCCTACATCTGGTGCCCAACGT 1111L1L1Abbb1bAAGGTACGCTCGAégggGGTCATTGAGGACAAGTCGACGAGAGATCCCGAGTACGTCTACAGTCAGCCTTACGég::
GCTTGTGCGCTCGGAAGAAGCTAGGGTGATAATGGGGCAAACTAAAAGTAAAATTA;;:STAAATALhLL1L11ATCTCAbL;;;nTTAAAAiiL;;;; AAAAGA( GTTA;igg
M G Q T K S K I K S K YA S YL S F I KTITULI LI KU RGTGYVIKYV
GAG
1260 1320

ATCTACAAAAAATCTAATCAAGCTATTTCAAATAATAGAACAATTTTGCCCATGGTTTCCAGAACAAGGAACTTTAGATCTAAAAGATTGGAAAAGAATTGGTAAGGAACTAAAACAAGC

S T KNUILTI KLTF QI TIEGQTFTCTPWTFTPET G QGTTLUDTILTE KT DTWIZ KT RTITGTZ KTETLTZ KQ A
GAG

1380 1440

AGGTAGGAAGGGTAATATCATTCCACTTACAGTATGGAATGATTGGGCCATTATTAAAGCAGCTTTAGAACCATTTCAAACAGAAGAAGATAGCGTTTCAGTTTCTGATGCCCCTGGAAG

G R KGNTITIPULTVWNGDTWATITIZEKAATLTETPTFI QTTETETDTSTV SV SDA ATPG S
GAG

1500 1560

CTGTATAATAGATTGTAATGAAAACACAAGGAAAAAATCCCAGAAAGAAACGGAAGGTTTACATTGCGAATATGTAGCAGAGCCGGTAATGGCTCAGTCAACGCAAAATGTTGACTATAA

C I I DCWNETNTA RTI KT KT ST GQTZ KTETTETGTLTEHT CETYJVA AETPVMARQT STOGQNTVHDZYN
GAG

1620 1680

TCAATTACAGGAGGTGATATATCCTGAAACGTTAAAATTAGAAGGAAAAGGTCCAGAATTAGTGGGGCCATCAGAGTCTAAACCACGAGGCACAAGTCCTCTTCCAGCAGGTCAGGTGCC

Q LQ EV I Y PETTULJZ KTLTETGT KT GTPETLTVSGTPSETSTZ KTPRTGTSZPTLTPA AGTI QTUV P
GAG

1740 1800

CGTAACATTACAACCTCAAAAGCAGGTTAAAGAAAATAAGACCCAACCGCCAGTAGCCTATCAATACTGGCCTCCGGCTGAACTTCAGTATCGGCCACCCCCAGAAAGTCAGTATGGATA

V T L QPOQZ KO QVIEKETNZE KTTOQZPTPVATYOQJYTWPPAETLTG QTYZRTPTPZPET ST QZYGY
GAG

1860 1920

TCCAGGAATGCCCCCAGCACCACAGGGCAGGGCGCCATACCCTCAGCCGCCCACTAGGAGACTTAATCCTACGGCACCACCTAGTAGACAGGGTAGTGAATTACATGARATTATTGATAA

P GMPUPAPOQGRAPTYTZPOQPPTRTRLNTPTATPTPST RGO QG G SETLTEHTETITITD K
GAG

1980 2040

ATCAAGAAAGGAAGGAGATACTGAGGCATGGCAATTCCCAGTAACGTTAGAACCGATGCCACCTGGAGAAGGAGCCCAAGAGGGAGAGCCTCCCACAGTTGAGGCCAGATACAAGTCTTT

S RKEGDTTEA AW QTFTPVTTLTETPMTPZPGETGA AT QETGETPTPTV VETA AT RTYTZKSF
GAG

2100 2160

TTCGATAAAAATGCTAAAAGATATGAAAGAGGGAGTAAAACAGTATGGACCCAACTCCCCTTATATGAGGACATTATTAGATTCCATTGCTCATGGACATAGACTCATTCCTTATGATTG

S I K ML KDMZEKTETGV VI KGO QYGPNTZSTPZYMRTTULTILTDTSTIA ATHGEHT RTILTITPZYTDW
GAG

2220 2280

GGAGATTCTGGCAARATCGTCTCTCTCACCCTCTCAATTTTTACAATTTAAGACTTGGTGGATTGATGGGGTACAAGAACAGGTCCGAAGAAATAGGGCTGCCAATCCTCCAGTTAACAT

E I L AKS SLSZPSQFTLO QTFZ KTTW@WTIDGVQET G QVU RTERNTZERAANTPEPTPVNTI
GAG

2340 2400

AGATGCAGATCAACTATTAGGAATAGGTCAAAATTGGAGTACTATTAGTCAACAAGCATTAATGCAAAATGAGGCCATTGAGCAAGTTAGAGCTATCTGCCTTAGAGCCTGGGAAAAAAT

DADOQTLTLTGTIG G QNTWSTTISO QOQA ATLMGO QNTEH BATITET QT VR RATITCTLT RATWE K I
GAG

2460 2520

CCAAGACCCAGGAAGTACCTGCCCCTCATTTAATACAGTAAGACAAGGTTCAAAAGAGCCCTATCCTGATTTTGTGGCAAGGCTCCAAGATGTTGCTCAAAAGTCAATTGCCGATGAAAA

Q DPGSTCPSTFNTV VR RO QG ST KTETPYZPDTFV VA ARTILTG QDU VA AT QT KT STIA BATDE K
GAG

2580 2640

AGCCCGTAAGGTCATAGTGGAGTTGATGGCATATGAAAACGCCAATCCTGAGTGTCAATCAGCCATTAAGCCATTAAAAGGAAAGGTTCCTGCAGGATCAGATGTAATCTCAGAATATGT

AR KV I VETLMAYTENA ANTPETCG QS SATITZ KT PTLTZEKTGT KV VT PAGS ST DTV VTISTEZYV
GAG

2700 2760

AAAAGCCTGTGATGGAATCGGAGGAGCTATGCATAAAGCTATGCTTATGGCTCAAGCAATAACAGGAGT TGTTTTAGGAGGACAAGTTAGAACATTTGGAGGARAATGTTATAATTGTGG

K A CDGTIGGA AMEH ZE KA AMTLMAGQA ATILITT GV VLG G QU VU RTTFTG GG GTZ KTCZYNTCG
GAG

2820 2880

TCAAATTGGTCACTTAAAAAAGAATTGCCCAGTCTTAAACAAACAGAATATAACTATTCAAGCAACTACAACAGGTAGAGAGCCACCTGACTTATGTCCAAGATGTAAAAAAGGAAAACA

Q I 6 HL KKNG CZPVILNZEKZ QU NTITTIG QA ATTTGTRTETP?PPDTILTCTZPRT CTE KT KTGZ KH
GAG




2940 3000
TTGGGCTAGTCAATGTCGTTCTAAATTTGATAAAAATGGGCAACCATTGTCGGGAAACGAGCAAAGGGGCCAGCCTCAGGCCCCACAACAAACTGGGGCATTCCCAATTCAGCCATTTGT
K WA TTI V G KRAI KGUPASG?PTTNWSGTIU PNS S ATISOC

PROTEASE,

WA S QO CRSZ KT FDIE KNG QTPTLS GNTETGQTRTGT QTPO QA ATPOQOQTGA ATFTPTIOQTPF V
GAG

3060 3120

TCCTCAGGGTTTTCAGGGACAACAACCCCCACTGTCCCAAGTGTTTCAGGGAATAAGCCAGTTACCACAATACAACAATTGTCCCCCGCCACAAGCGGCAGTGCAGCAGTAGATTTATGT
S S G F S GTTTT®PTVZPS SV S GNTZEKTPVTTTIGO QAOQTZLTSTPATT SGSA AH-BAVYVTDTILC
PROTEASE
P Q G F Q G Q Q PP LS QVTFOQGTIS SO QLTZPGQZYNNTCTPTPZPOQA ARA ALVQQ *
GAG
3180 3240
ACTATACAAGCAGTCTCTCTGCTTCCAGGGGAGCCCCCACAAAAAATCCCCACAGGGGTATATGGCCCCCTGCCTGAGGGGACTGTAGGACTAATCTTGGGAAGATCAAGTCTAAATCTA
T I Q AV SLLZPGETPPOQZ KTIZPTT GV VJYGPZLZPETGTTV VS GTZLTITZLGRTSSTLNL
PROTEASE

3300 3360
AAAGGAGTTCAAATTCATACTAGTGTGGTTGATTCAGACTATAAAGGCGAAATTCAATTGGTTATTAGCTCTTCAATTCCTTGGAGTGCCAGTCCAGGAGACAGGATTGCTCAATTATTA
K G vQg I H TSV VD SD YK GETIUGQLVTIS S sSIPWSASUPG DU RTIA AQTLTL

PROTEASE
3420 3480
CTCCTGCCATATATTAAGGGTGGAAATAGTGAAATAAAAAGAATAGGAGGGCTTGGAAGCACTGATCCAACAGGAAAGGCTGCATATTGGGCAAGTCAGGTCTCAGAGAACAGACCTGTG
L L PY I KG OGNS ETII KU RTIGS GU LGS STUDU&PTG GI KA AA AYWA ASLGQV S ENIZRPUV
PROTEASE
3540 3600
TGTAAGGCCATTATTCAAGGAAAACAGTTTGAAGGGTTGGTAGACACTGGAGCAGATGTCTCTATCATTGCTTTAAATCAGTGGCCAAAAAATTGGCCTAAACAAAAGGCTGTTACAGGA
C KA ITIQGI KO QU FEGULVDTGADV S5 T1ITIALNDNA QWU?PI KNWUPI KUGQI KA AUVT G
PROTEASE
3660 3720
CTTGTCGGCATAGGCACAGCCTCAGAAGTGTATCAAAGTACGGAGATTTTACATTGCTTAGGGCCAGATAATCAAGAAAGTACTGTTCAGCCAATGATTACTTCAATTCCTCTTAATCTG
L V66 I 66 T ASEVYQSsSTETITLUHZ CTLSGUZPDNAO QESTVQPMTITSTIUPIULNTL
PROTEASE
3780 3840
TGGGGTCGAGATTTATTACAACAATGGGGTGCGGAAATCACCATGCCCGCTCCATTATATAGCCCCACGAGTCAAAAAATCATGACCAAGATGGGATATATACCAGGAAAGGGACTAGGG
WG RDILUL Q Q WGAETITMZPAZPTZLY S PTS QK I MTI KMMGT YTIUPGI KGUL G
PROTEASE
3900 3960
AAAAATGAAGATGGCATTAAAGTTCCAGTTGAGGCTAAAATAAATCAAGAAAGAGAAGGAATAGGGTATCCTTTTTAGGGGCGGCCACTGTAGAGCCTCCTAAACCCATACCATTAACTT
K N ED G I KV PV EA AZEKTINU GQETRIETGTITGYPF *
PROTEASE
N K S R KRURNWZ RV S FLGAATVEUZPUZPI KU PTIU®PTULT
POL
4020 4080
GGAAAACAGAAAAACCGGTGTGGGTAAATCAGTGGCCGCTACCAAAACAAAAACTGGAGGCTTTACATTTATTAGCAAATGAACAGTTAGAAAAGGGTCATATTGAGCCTTCGTTCTCAC
W K T E K P VWV NQW?PULUPI K QI KU LEA ATLU HTLTU LA ANEZ GQTLEI KTGHTIEUP S F S
POL
4140 4200
CTTGGAATTCTCCTGTGTTTGTAATTCAGAAGAAATCAGGCAAATGGCGTATGTTAACTGACTTAAGGGCTGTAAACGCCGTAATTCAACCCATGGGGCCTCTCCAACCCGGGTTGCCCT
P WN S PV F VI Q K K S G KW RMTLTUDIU LU RAVNAVTIAOQUPMSGU®PULIOQUPGTULP
POL
4260 4320
CTCCGGCCATGATCCCAAAAGATTGGCCTTTAATTATAATTGATCTAAAGGATTGCTTTTTTACCATCCCTCTGGCAGAGCAGGATTGCGAAAAATTTGCCTTTACTATACCAGCCATAA
S PA M I P KDWUPULTITITIODTULI KU DT CT F T FTTIUPULA AEUZ QDTG CEI KT FATFTTIUZPA ATI
POL
4380 4440
ATAATAAAGAACCAGCCACCAGGTTTCAGTGGAAAGTGTTACCTCAGGGAATGCTTAATAGTCCAACTATTTGTCAGACTTTTGTAGGTCGAGCTCTTCAACCAGTTAGAGAAAAGTTTT
N N K E PA TRV FQWI KVLZPOQGMTILNSU®PTTIUZ CO QTT FVGRATLIGQUZPVRE K F
POL
4500 4560
CAGACTGTTATATTATTCATTATATTGATGATATTTTATGTGCTGCAGAAACGAAAGATAAATTAATTGACTGTTATACATTTCTGCAAGCAGAGGTTGCCAATGCTGGACTGGCAATAG
s pcy I IHYIDDTITILCA AAETI KU DI KT LTIUDT G CYT? FIULUO QA AEUVANA AGTLNA ATI
POL
4620 4680
CATCTGATAAGATCCAAACCTCTACTCCTTTTCATTATTTAGGGATGCAGATAGAAAATAGAAAAATTAAGCCACAAAAAATAGAAATAAGAAAAGACACATTAAAAACACTAAATGATT
A S D KI QTS TU?PVFHYULGMOGQTIUEN NI RIEKTIIKU®PO QI KTIUETIHRI KDTTULIZ KTTULNTD
POL
4740 4800
TTCAAAAATTACTAGGAGATATTAATTGGATTCGGCCAACTCTAGGCATTCCTACTTATGCCATGTCAAATTTGTTCTCTATCTTAAGAGGAGACTCAGACTTAAATAGTAAAAGAATGT
F Q K L L 6D INWTIRU®PTULSGTIU®PT Y AMS SNIULT F S IULIRGDSDILNSI KT RM
POL
4860 4920
TAACCCCAGAGGCAACAAAAGAAATTAAATTAGTGGAAGAAAAAATTCAGTCAGCGCAAATAAATAGAATAGATCCCTTAGCCCCACTCCAACTTTTGATTTTTGCCACTGCACATTCTC
L T P EATI KETI KLV EEI KTIU QS AQTIN NI RTIDU®PILAZPILUGOQIULULTIT FA ATAH S
POL
4980 5040
CAACAGGCATCATTATTCAAAATACTGATCTTGTGGAGTGGTCATTCCTTCCTCACAGTACAGTTAAGACTTTTACATTGTACTTGGATCAAATAGCTACATTAATCGGTCAGACAAGAT
P T G I I I Q N TD ULV EW S F L PH STV KT? FTTULYULDGQTIATTULTIGU QTR
POL
5100 5160
TACGAATAATAAAATTATGTGGAAATGACCCAGACAAAATAGTTGTCCCTTTAACCAAGGAACAAGTTAGACAAGCCTTTATCAATTCTGGTGCATGGCAGATTGGTCTTGCTAATTTTG
L R I I KLCGNDU&PDI KTIUVVYV PILTI KEZ GQVIROQATFTINSSGA AWZ OQTIGTU LA ANTF
POL
5220 5280
TGGGAATTATTGATAATCATTACCCAAAAACAAAGATCTTCCAGTTCTTAAAATTGACTACTTGGATTCTACCTAAAATTACCAGACGTGAACCTTTAGAAAATGCTCTAACAGTATTTA
v 6 I I D NHYUPI KT KTIU FOGQVFTU LI KT LTTMWTIULUZPI KTITURIREUPTULIENA ATLTVF
POL
5340 5400
CTGATGGTTCCAGCAATGGAAAAGCAGCTTACACAGGGCCGAAAGAACGAGTAATCAAAACTCCATATCAATCGGCTCAAAGAGCAGAGTTGGTTGCAGTCATTACAGTGTTACAAGATT
T D G S S NG KAAYTSGUPKEI RUVII KTZPY QS AQRAETLUVAUVITUVILQD
POL
5460 5520
TTGACCAACCTATCAATATTATATCAGATTCTGCATATGTAGTACAGGCTACAAGGGATGTTGAGACAGCTCTAATTAAATATAGCATGGATGATCAGTTAAACCAGCTATTCAATTTAT
F D Q P I NTI I S DS AY VV QAT RUDVETA ATLTII KYSMDUDOQTILNUGQTLTFNTL
POL




5580 5640
TACAACAAACTGTAAGAAAAAGAAATTTCCCATTTTATATTACTCATATTCGAGCACACACTAATTTACCAGGGCCTTTGACTAAAGCAAATGAACAAGCTGACTTACTGGTATCATCTG
L Q QT VIR K RNTFUPVFYITHTIIRAHTNILUPSGU®PIULTI KA ANEU QA ADIDTULTLV S s

POL

5700 5760
CACTCATAAAAGCACAAGAACTTCATGCTTTGACTCATGTAAATGCAGCAGGATTAAAAAACAAATTTGATGTCACATGGAAACAGGCAAAAGATATTGTACAACATTGCACCCAGTGTC
A L I KA QELHATLTHVNA AAGT LI KNI KT FUDVTWI KO QA AI KUDTIUVOQHT CTOQSOC

POL

5820 5880
AAGTCTTACACCTGCCCACTCAAGAGGCAGGAGTTAATCCCAGAGGTCTGTGTCCTAATGCATTATGGCAAATGGATGTCACGCATGTACCTTCATTTGGAAGATTATCATATGTTCATG
Q vL HLPTQEA ASGVNUPHRSGILZ CUPNALWAOMDVTHVU®PSFGIRULS Y VH

POL

5940 6000
TAACAGTTGATACTTATTCACATTTCATATGGGCAACTTGCCAAACAGGAGAAAGTACTTCCCATGTTAAAAAACATTTATTGTCTTGTTTTGCTGTAATGGGAGTTCCAGAAAAAATCA
v T Vv DT Y S HV FTIWATUT CAQTGE ST S HV K K HILTLSTCUVFAVMGVUPEIKTI

POL

6060 6120
AAACTGACAATGGACCAGGATATTGTAGTAAAGCTTTCCAAAAATTCTTAAGTCAGTGGAAAATTTCACATACAACAGGAATTCCTTATAATTCCCAAGGACAGGCCATAGTTGAAAGAA
K T D NGUPG Y C S KAVFQI KV FULSQWI KTISHTTSGTIUPZYNSOQGOQA ATIUVER

POL

6180 6240
CTAATAGAACACTCAAAACTCAATTAGTTAAACAAAAAGAAGGGGGAGACAGTAAGGAGTGTACCACTCCTCAGATGCAACTTAATCTAGCACTCTATACTTTAAATTTTTTAAACATTT
T N RTUL K T QL V K Q K E G GD S K E CTTU®POQMOGQTLNILATLYTIULNT FIULNTI

POL

6300 6360
ATAGAAATCAGACTACTACTTCTGCAGAACAACATCTTACTGGTAAAAAGAACAGCCCACATGAAGGAAAACTAATTTGGTGGAAAGATAATAAAAATAAGACATGGGAAATAGGGAAGG
Y R N Q T TT S A EQ HL TG K KNS PHESGI KU LTIWWI KU DNI KNI I KTWE I G K

POL
6420 6480
TGATAACGT GAGGTTTTGCTTGTGTTTCACCAGGAGAAAATCAGCTTCCTGTTTGGATACCCACTAGACATTTGAAGTTCTACAATGAACCCATCGGAGATGCAAAGAAAAGCA
v I T W G R G F A CV S P GENOQTULUPVWIPTWRUHELI KT FYNTEUZPTIGTDA AIZ KK S
POL
M N P S EM Q R K A
ENV
M N P S EM Q R K A
K-REV
6540 6600

CCTCCGCGGAGACGGAGACACCGCAATCGAGCACCGTTGACTCACAAGATGAACAAAATGGTGACGTCAGAAGAACAGATGAAGTTGCCATCCACCAAGAAGGCAGAGCCGCCGACTTGG
T S A ETETUPQ S S T VD S QD EQNGDVRRTUDEVATIHOQETGIRAATDL
POL
P P RRRRUHRNIRAPTLTHI KMNIE KMV YVYTSEZEU QMI KT LUZPSTI KI KA AEUPUZPTW
ENV
P P RRRIRUHRNIRAPTLTHI KMNIE KMV YVYTSEZEU QMI KT LUZPSTI KI KA ATEUPUZPTW
K-REV
6660 6720
GCACAACTAAAGAAGCTGACGCAGTTAGCTACAAAATATCTAGAGAACACAAAGGTGACACAAACCCCAGAGAGTATGCTGCTTGCAGCCTTGATGATTGTATCAATGGTGGTAAGTCTC
G T T K E A DAV S Y KI S REUHI KSGDTNU®PRET YA AATZCSTLUDU DT TCTINGGK S

POL

A Q L K KL TQLATI K YIULENT KU VTOQTU®PESMT LI LAALMMTIVSMVV s L
ENV

A Q L K KL TQULATI K YULENT KU VTOQTU®PESMTLTI LA AALMMTIVSMUV
K-REV
6780 6840
CCTATGCCTGCAGGAGCAGCTGCAGCTAACTATACCTACTGGGCCTATGTGCCTTTCCCGCCCTTAATTCGGGCAGTCACATGGATGGATAATCCTATAGAAGTATATGTTAATGATAGT
P Y A CR S S C s *
POL

P M PAGAAAANYTYWAYV?PFUPZPULTIW RAYVTWMUDNUZPTIETVYVNTD S
ENV

6900 6960

GTATGGGTACCTGGCCCCATAGATGATCGCTGCCCTGCCAAACCTGAGGAAGAAGGGATGATGATAAATATTTCCATTGGGTATCGTTATCCTCCTATTTGCCTAGGGAGAGCACCAGGA
VWV PGP IDID RTUCUPAIKU?PEEES GMMTIN NI STISGYURYU?PUPTIU CILGT RATUPG
ENV

7020 7080
TGTTTAATGCCTGCAGTCCAAAATTGGTTGGTAGAAGTACCTACTGTCAGTCCCATCAGTAGATTCACTTATCACATGGTAAGCGGGATGTCACTCAGGCCACGGGTAAATTATTTACAA
cC LM PAV QNWWULVEVPTV VS P I SRV FTYHMVYVSGMSTLIRUZPIRUVYVNYTLQ
ENV

7140 7200

GACTTTTCTTATCAAAGATCATTAAAATTTAGACCTAAAGGGAAACCTTGCCCCAAGGAAATTCCCAAAGAATCAAAAAATACAGAAGTTTTAGTTTGGGAAGAATGTGTGGCCAATAGT

D F S Y QR S LI KU FURUPIKSGI KU®PTCU®PI KETIU®PI KESI KN NTEUVILVWEETCVA AN S
ENV

7260 7320

GCGGTGATATTACAAAACAATGAATTTGGAACTATTATAGATTGGGCACCTCGAGGTCAATTCTACCACAATTGCTCAGGACAAACTCAGTCGTGTCCAAGTGCACAAGTGAGTCCAGCT

A V I L Q NNZEVFGTTITIDWAUPI RG QT FYHNUZGCSUGOQTNOQSCUP S AQV S P A

ENV
7380 7440
GTTGATAGCGACTTAACAGAAAGTTTAGACAAACATAAGCATAAAAAATTGCAGTCTTTCTACCCTTGGGAAT GAAAAAGGAATCTCTACCCCAAGACCAAAAATAGTAAGTCCT
v D s DLTESULUDI KU HI KU HI K KT LAGQS ST FYUPWEWSGEI KT GTISTU®PUZRU®PI KTIUV S P
ENV
7500 7560

GTTTCTGGTCCTGAACATCCAGAATTATGGAGGCTTACTGTGGCCTCACACCACATTAGAATTTGGTCTGGAAATCAAACTTTAGAAACAAGAGATCGTAAGCCATTTTATACTGTCGAC
vV s G P EHPEULWI RILTVASHUHTII RTIMWSSGNA QTTULETRUDIRIKUPTFYTV D
ENV

7620 7680
CTAAATTCCAGTCTAACAGTTCCTTTACAAAGTTGCGTAAAGCCCCCTTATATGCTAGTTGTAGGAAATATAGTTATTAAACCAGACTCCCAGACTATAACCTGTGAAAATTGTAGATTG
L NS S LTV UPULI QST CVI KU®PZPYMTULUVV GGNTIUVII KU PUDSOQTTITT CENTGCRIL
ENV

7740 7800

CTTACTTGCATTGATTCAACTTTTAATTGGCAACACCGTATTCTGCTGGTGAGAGCAAGAGA! GTGTGGATCCCTGTGTCCATGGACCGACCGTGGGAGGCCTCACCATCCGTCCAT

L T C I DS TV FNWAOQUHURTIULIULVRARESGVWTIUZPV S MDU RUPWEA ASUP S V H
ENV

7860 7920

ATTTTGACTGAAGTATTAAAAGGTGTTTTAAATAGATCCAAAAGATTCATTTTTACTTTAATTGCAGTGATTATGGGATTAATTGCAGTCACAGCTACGGCTGCTGTAGCAGGAGTTGCA

I L T E VLI KG GV LN RS KR RYPFTIUVFTULTIAVIMSGTU LTI AV TATA AAUVAG V A
ENV




7980 8040
TTGCACTCTTCTGTTCAGTCAGTAAACTTTGTTAATGATTGGCAAAAAAATTCTACAAGATTGTGGAATTCACAATCTAGTATTGATCAAAAATTGGCAAATCAAATTAATGATCTTAGA
L HS SV Q S VNV FVNDWA QI KNS ST RILWNSOQQOS S IDOQI KU ILANUG QTINUDTLR
ENV

8100 8160
CAAACTGTCATTTGGATGGGAGACAGACTCATGAGCTTAGAACATCGTTTCCAGTTACAATGTGACTGGAATACGTCAGATTTTTGTATTACACCCCAAATTTATAATGAGTCTGAGCAT
Q T v I WM GDURILMSTULEUHIRU FAQLOQOCDWNT SDVFCTITU®PIGQTIYNZESEH
ENV

8220 8280
CACTGGGACATGGTTAGACGCCATCTACAGGGAAGAGAAGATAATCTCACTTTAGACATTTCCAAATTAAAAGAACAAATTTTCGAAGCATCAAAAGCCCATTTAAATTTGGTGCCAGGA
H WDMVIRIRUHLQGREUDNILTIU LU DTI S KULI KEZ QTIUZFEA ASI KA AUHTLNTLUVUZPG
ENV
8340 8400
ACTGAGGCAATTGCAGGAGTTGCTGATGGCCTCGCAAATCTTAACCCTGTCACTTGGGTTAAGACCATTGGAAGTACTACGATTATAAATCTCATATTAATCCTTGTGTGCCTGTTTTGT
T EA I AGV ADGTILA ANT LNUZPVTWUVEKTTISGSTTTITINITLTITLTITULTYVUC CTULTFC

ENV
8460 8520
CTGTTGTTAGTCTGCAGGTGTACCCAACAGCTCCGAAGAGACAGCGACCATCGAGAACGGGCCATGATGACGATGGCGGTTTTGTCGAAAAGAAAA( AATGTGGGGAAAAGCAAG
L L LV CRTZ CTOQOQU LRI RDSDUHREI R AMMTMMAVTILSI KU RIZ KGU GNUVG K S K
ENV

S A GV P NS S EZETATTITENG P *
K-REV (EXON2)

8580 8640
AGAGATCAGATTGTTACTGTGTCTGTGTAGAAAGAAGTAGACATAGGAGACTCCATTTTGTTATGTACTAAGAAAAATTCTTCTGCCTTGAGATTCTGTTAATCTATGACCTTACCCCCA
R D Q I VT V s V *
ENV

ALLLLbth1L1L1bAAALbLbLhLLbLblLAACTCAGAGTTGAATGGATTAAGGGggggGCAGGALblbLl11&11AAACAGA1&L11bAAGGCAGCATGCTCCTTAAGAGTCATZ;gg
ACTCCCTAATCTCAAGTACCCAGGGACACAAAAACTGCGGAAGGCCGCAGGGACCTziggCTAGGAAAGCCAGGTA11b1LLAAbb111L1LLLLATGTGATAbLLLhAAATAlbbSS?S
GTGGGAAGGGAAAGACCTGACCGTCCCCCAGCCCGACALLLb1AAAbbblleibh?94gGAGGATTAGTAAAAGAGGAAGGAATGCCTCTTGCAGTTGAGACAAGAGGAAGGCATz:gg
L1LL1bLL1blLLLibbbLAATGGAALblL1Lbb1ATAAAACCCGATTGTATGCTCZgggTACTGAGATAGGGAAAAACCGCCTTAGGGCTGGAGGTGGGACCTGCGGGCAGCAAT:é:g
CTTTGTAAAGCACTGAGATGTTTATGTGTATGCATATCTAAAAGCACAGCACTTAA:éEgTTACATTGTCTATGATGCAAAGALL111b11LALb1bLLLbLLLbLLhALLLlLlLiizz
CAATTGTCTTGTGACCCTGACACATCCCCCTCTTTGAGAAACACCCACAGATGATCZZggAATACTAAGGGAACTCAGAGGCTGGCGGGATCCTCCATATGCTGAACGCTGGTTCnggg
blLLLL;;n;;;ui11LLLLATACTTTGTCTCTGTGTCTTTTTCTTTTCCAAATCTZ;égTCCCACCTTACGAGAAACACCCACAGGTGTGTAGGGGCAACCCACCCCTACA




